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This Raw Listing contains the General Information 
Section and up to first 5 pages. 



1 <110> APPLICANT: Georgopoulos , Katia I J ) 

2 Morgan, Bruce \j - 

3 <120> TITLE OF INVENTION: AIOLOS GENE || 

4 <130> FILE REFERENCE: 10287/031001 

5 <140> CURRENT APPLICATION NUMBER: US/09/019 , 348 

6 <141> CURRENT FILING DATE: 1998-02-05, 

7 <150> EARLIER APPLICATION NUMBER: US 08/733,622 CMTCDCH 

8 <151> EARLIER FILING DATE: 1996-10-17 CZ IM I iZ fl t L/ 

9 <150> EARLIER APPLICATION NUMBER: US 60/017,646 

10 <151> EARLIER FILING DATE: 1996-05-14 

11 <150> EARLIER APPLICATION NUMBER: US 60/005,527 

12 <151> EARLIER FILING DATE: 1995-10-18 

13 <160> NUMBER OF SEQ ID NOS : 29 

14 <170> SOFTWARE: FastSEQ for Windows Version 3.0 

15 <210> SEQ ID NO 1 

16 <211> LENGTH: 1984 

17 <212> TYPE: DNA 

18 <213> ORGANISM: Mus musculus 

19 <220> FEATURE:. 

20 <221> NAME/KEY: CDS 

21 <222> LOCATION: (374) . . . (1894) 

22 <400> SEQUENCE: 1 

23 cacgagcgca caccgctcgg ctctccttgc gacacgccct catccccggt gtttctcaag 60 

24 tagacgtccc gagacggtcg ctgaggcact gtttccacgc gatcagggtt cctcaggctt 120 

25 gacattcaaa agtgggtgcg gaacccgcgg cactcggagc gtgctttaaa gcggccgcca 180 

26 gccagcgccg ctctaacctc gcgccccggc tgccggcggc tcccgccctg catctgcgcc 240 

27 gacgcgaccg agcgatcccg gggcctccct gcgcccggaa tctcccgcca gccgcgcggg 300 

28 tccccacggc agcagcacgt ggagcggccg cggagcctga gcgacagctg cagcccgcgc 360 

29 ggcccgcggc gac atg gaa gat ata caa ccg act gtg gag ctg aaa age 409 
3 0 Met Glu Asp lie Gin Pro Thr Val Glu Leu Lys Ser 

31 1 5 10 

32 acg gag gag cag cct ctg ccc aca gag age cca gac get ctg aat gac 457 
3 3 Thr Glu Glu Gin Pro Leu Pro Thr Glu Ser Pro Asp Ala Leu Asn Asp 

34 15 20 25 

35 tac age ttg ccc aaa cct cat gag ata gaa aac gtg gac agt aga gaa 505 

36 Tyr Ser Leu Pro Lys Pro His Glu lie Glu Asn Val A3p Ser Arg Glu 

37 30 35 <2J 

3 8 gec cca gec aat gaa gac gaa gat gca gga gaa gat teg atg aaa gtg 553 

3 9 Ala Pro Ala Asn Glu Asp Glu Asp Ala Gly Glu Asp Ser Met Lys Val 

40 45 50 55 60 

41 aaa gat gaa tac age gac aga gat gag aac att atg aag ccg gag ccc 601 

42 Lys Asp Glu Tyr Ser Asp Arg Asp Glu Asn lie Met Lys Pro Glu Pro 

43 65 70 75 

44 atg gga gat gca gaa gag agt gaa atg cct tac age tat gca aga gaa 649 
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Lys 


Pro 


Pro 


Pro 


He 


Cys 


185 








420 










425 










430 






186 


Leu 


Arg 


Asp 


Ser 


He 


Lys 


Val 


He 


Asn 


Lys 


Glu 


Gly Glu 


val 


Met 


Asp 


187 






435 










440 










445 








188 


Val 


Phe 


Arg 


Cys 


Asp 


His 


Cys 


His 


Val 


Leu 


Phe 


Leu Asp 


Tyr 


Val 


Met 


189 




450 










455 










460 










190 


Phe 


Thr 


He 


His 


Met 


Gly 


Cys 


His 


Gly 


Phe 


Arg 


Asp 


Pro 


Phe 


Glu 


Cys 


191 


465 










470 










475 










480 


192 


Asn 


Met 


Cys 


Gly 


Tyr 


Arg 


Ser 


His 


Asp 


Arg 


Tyr 


Glu 


Phe 


Ser 


Ser 


His 


193 










485 










490 










495 




194 


He 


Ala 


Arg 


Gly 


Glu 


His 


Arg 


Ala 


Met 


Leu 


Lys 













1644 



PAGE: 5 RAW SEQUENCE LISTING DATE: 04/14/1999 

PATENT APPLICATION US/09/019,348 TIME: 14:12:09 

Input Set: 1019348. RAW 

195 500 505 

196 <210> SEQ ID NO 3 

197 <211> LENGTH: 26 

198 <212> TYPE: DNA 

199 <213> ORGANISM: Mus musculus 

200 <400> SEQUENCE: 3 

201 tactaccatc tcacatgggc tgacca 26 

202 <210> SEQ ID NO 4 

203 <211> LENGTH: 26 
2 04 <212> TYPE: DNA 

2 05 <213> ORGANISM: Mus musculus 

206 <400> SEQUENCE: 4 

2 07 gaccagcaca tgttgacact ctgaaa 26 

208 <210> SEQ ID NO 5 

209 <211> LENGTH: 24 

210 <212> TYPE: DNA 

211 <213> ORGANISM: Mus musculus 

212 <400> SEQUENCE: 5 

213 gtgtgcgggt tatcctgcat tagc 24 

214 <210> SEQ ID NO 6 

215 <211> LENGTH: 24 

216 <212> TYPE: DNA 

217 <213> ORGANISM: Mus musculus 

218 <400> SEQUENCE: 6 

219 atcgaagcag tgccgcttct cacc 24 

220 <210> SEQ ID NO 7 

221 <211> LENGTH: 62 8 

222 <212> TYPE: DNA 

223 <213> ORGANISM: Homo sapiens 

224 <220> FEATURE: 

225 <221> NAME/KEY: CDS 

226 <222> LOCATION: (1) . . . (627) 

227 <400> SEQUENCE: 7 

228 gaa aga gat gag aat gtt tta aag tea gaa ccc atg gga aat gca gaa 48 

229 Glu Arg Asp Glu Asn Val Leu Lys Ser Glu Pro Met Gly Asn Ala Glu 

230 1 5 10 15 

231 gag cct gaa ate cct tac age tat tea aga gaa tat aat gaa tat gaa 96 

232 Glu Pro Glu lie Pro Tyr Ser Tyr Ser Arg Glu Tyr Asn Glu Tyr Glu 

233 20 25 30 

234 aac att aag ttg gag aga cat gtt gtc tea ttc gat agt age agg cca 144 

235 Asn lie Lys Leu Glu Arg His Val Val Ser Phe Asp Ser Ser Arg Pro 

236 35 40 45 

23 7 ace agt gga aag atg aac tgc gat gtg tgt gga tta tec tgc ate age 192 

23 8 Thr Ser Gly Lys Met Asn Cys Asp Val Cys Gly Leu Ser Cys lie Ser 

239 50 55 60 

240 ttc aat gtc tta atg gtt cat aag cga age cat act ggt gaa cgc cca 240 

241 Phe Asn Val Leu Met Val His Lys Arg Ser His Thr Gly Glu Arg Pro 

242 65 70 75 80 

243 ttc cag tgt aat cag tgt ggg gca tct ttt act cag aaa ggt aac etc 288 
Phe Gin Cys Asn Gin Cys Gly Ala Ser Phe Thr Gin Lys Gly Asn Leu 

Ficon Not*: . — t /• 

Use Cn and/or X* *- hzrt been detected la the Sequence Ustlog. PJcasc mrlor the / 

Sequence listing to ensure that a corresponding explanation li presented la the <220> lo^ £ 

<223> fields f each sequence trhtch presents at least one n or Xaa. 
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VERIFICATION SUMMARY 
PATENT APPLICATION US/09/019 , 348 



DATE: 04/14/1999 
TIME: 14:12:09 



Input Set: 1019348. RAW 



Line ? Error/Warning 



733 


W 


Invalid/Missing Amino Acid 


Numbering 


982 


w 


"N" 


or 


"Xaa" 


used 


: Feature 


required 


990 


w 


"N" 


or 


"Xaa" 


used 


: Feature 


required 


1002 


w 


"N" 


or 


"Xaa" 


used 


: Feature 


required 


1004 


w 


"N" 


or 


"Xaa" 


used 


: Feature 


required 


1006 


w 


"N" 


or 


"Xaa" 


used 


: Feature 


required 


1010 


w 


"N" 


or 


"Xaa" 


used 


: Feature 


required 


1012 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1014 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1016 


w 


" N " 


or 


"Xaa" 


used 


Feature 


required 


1018 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1020 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1022 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1024 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1026 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1028 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1030 


w 


ii N i. 


or 


"Xaa" 


used 


Feature 


required 


1032 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1034 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 


1040 


w 


"N" 


or 


"Xaa" 


used 


Feature 


required 



Original Text 



xaa 


Xaa 


Ala 


Ser 


Asn 


val 


Lys 


Val 


Glu 


Thr 


G 


Lys 


Leu 


Lys 


Cys 


Asp 


He 


Cys 


Gly 


He 


Xaa 


C 


Gin 


Arg 


Xaa 


Ser 


Leu 


Glu 


Glu 


His 


Lys 


Glu 


A 


Glu 


Ser 


Met 


Gly 


Leu 


Pro 


Gly 


Xaa 


Xaa 


•Xaa 


P 


Thr 


Xaa 


His 


Xaa 


Glu 


Met 


Ala 


Glu 


Asp 


Leu 


C 


Ser 


Ser 


Met 


Pro 


Gin 


Lys 


Phe 


Leu 


Gly 


Asp 


L 


Pro 


Tyr 


Asp 


Ser 


Ala 


Xaa 


Tyr 


Glu 


Lys 


Glu 


X 


His 


Val 


Met 


Asp 


Xaa 


Ala 


He 


Asn 


Asn 


Ala 


I 


Glu 


Ser 


Leu 


Arg 


Pro 


Leu 


Val 


Gin 


Thr 


Pro 


P 


Val 


Pro 


Val 


He 


Ser 


Pro 


Met 


Tyr 


Gin 


Leu 


H 


Gly 


Xaa 


Pro 


Arg 


Ser 


Asn 


His 


Ser 


Ala 


Gin 


A 


Leu 


Leu 


Leu 


Leu 


Ser 


Lys 


Ala 


Lys 


Xaa 


val 


X 


Ser 


Pro 


Ser 


Asn 


Ser 


Cys 


Gin 


Asp 


Ser 


Thr 


A 


Glu 


Glu 


Gin 


Arg 


Ser 


Gly 


Leu 


He 


Tyr 


Leu 


T 


Xaa 


Ala 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Leu 


Lys 


Glu 


G 


Xaa 


Leu 


Arg 


Ala 


Ala 


Ser 


Glu 


Asn 


Ser 


Gin 


A 


Ser 


Thr 


Ser 


Gly 


Glu 


Gin 


Xaa 


Lys 


Val 


Tyr 


L 


Val 


Leu 


Phe 


Leu 


Asp 


His 


Val 


Met 


Tyr 


Thr 


I 


His 


Arg 


Xaa 


His 


Xaa 


Ser 













